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The Committee met on October 12, 2020, virtually, from 12:00 p.m. until 2:15 p.m. At one time there 
were 165 participants on the call. The committee was welcomed by Charly Seale, committee chair and 
Shelly Chavis was introduced as the committee vice chair. The mission statement was read. It was noted 
that the mission statement was developed while Farmed Cervidae was a subcommittee. Discussion 
commenced regarding the use of captive wildlife and alternative livestock as the species represented by 
this committee.  A motion was made by Shawn Schafer and seconded by Walter Cook to replace captive 
wildlife and alternative livestock with farmed cervidae.  After discussion regarding the intent of the 
committee and which species it represented concerning zoos, exhibitions, and captive wildlife, it was 
decided that the mission statement needed more attention than time allowed during the current 
committee meeting. Shawn Schafer withdrew his motion, and it was decided that further information 
would be gathered and presented to the committee before a decision to change the committee mission 
statement would be made. 
 
Presentations and Reports 
 
USDA-APHIS-VS Annual Update from the Cervid Health Team  
Tracy Nichols, Animal and Plant Health Inspection Service (APHIS), Veterinary Services (VS)  
Fiscal Year (FY) 2020  
Voluntary Chronic Wasting Disease Herd Certification Program (HCP)  

The APHIS HCP was implemented in 2014. It is a voluntary Federal-State-industry cooperative 
program administered by APHIS and implemented by participating States. The program provides uniform 
national herd certification standards that minimize the risk of spreading chronic wasting disease (CWD) in 
farmed cervid populations. Participating States and herd owners must comply with requirements for 
animal identification, fencing, recordkeeping, inspections/inventories, as well as animal mortality testing 
and response to any CWD-exposed, suspect, and positive herds. APHIS monitors the Approved State 
HCPs to ensure consistency with Federal standards through annual reporting by the States.  

The current Cervid Health Program staff officers are as follows: Mark Lyons, Jennifer Siembieda, and 
Tracy Nichols  
Voluntary Herd Certification Participation Summary  

 Currently, 28 States participate in the voluntary CWD Herd Certification Program,   
encompassing 2,145 enrolled herds, of which, 1,723 had the certified status in the program.  

 1,616 enrolled deer herds, of which, 1,297 were certified  
 371 enrolled elk herds, of which, 328 were certified  
 147 enrolled mixed species herds, of which, 98 were certified  

 



CWD in Farmed Cervids  
 There were 22 newly identified CWD positive herds in FY20  
 13 of these herds were not participants in the Federal HCP  
 2 herds were considered enrolled in the HCP  
 7 herds were certified in the HCP  
 Half of the herds were located within 20 miles of identified CWD in the wild, half were not  

 
CWD Herds by State  
Pennsylvania: Eight new CWD positive herds  

 Breeding herd of 33 WTD, HCP certified, depopulated with Federal indemnity  
 Breeding herd of 6 WTD, not in HCP, depopulated with Federal indemnity  
 Breeding herd of 15 WTD, not in HCP, depopulated by owner  
 Hunt preserve of 58 WTD, not in HCP, populated and under quarantine  
 Breeding herd of 75 WTD, not in HCP, populated and under quarantine  
 Breeding herd of WTD, not in HCP, populated and under quarantine  
 Breeding herd of 90 WTD, not in HCP, populated and under quarantine  
 Breeding herd of 4 WTD, not in HCP, populated and under quarantine  

 
Iowa: Two new CWD positive herds  

 Breeding herd of 23 WTD, HCP certified, depopulated with Federal indemnity  
 Breeding herd of 13 WTD, HCP certified, depopulated with Federal indemnity  

 
Minnesota: Two new CWD positive herds  

 Breeding herd of 3 WTD, enrolled in HCP, not certified, depopulated by owner  
 Breeding herd of 6 WTD, enrolled in HCP, not certified, depopulated with Federal  

indemnity  
 
Colorado: Two new CWD positive herds  

 Breeding herd/hunt preserve of 9 elk, HCP certified, depopulated by owner  
 Breeding herd of 8 elk, HCP certified, populated and under quarantine  

 
Utah: Two new CWD positive herds  

 Breeding herd of 465 elk, not in HCP, partial depopulation with Federal indemnity-  
removed purchased animals, populated-quarantine  

 Breeding herd of 103 elk, not in HCP, partial depopulation with Federal indemnity-  
removed purchased animals, populated-quarantine  

 
Michigan: One new CWD positive herd  

 Hunt preserve of >600 WTD, not in HCP, populated and under quarantine  
 
Montana: One new CWD positive herd  

 Breeding herd of 3 elk, not in HCP, populated and under quarantine  
 
Texas: one new CWD positive herd  

 Breeding herd of 59 WTD, not in HCP, depopulated with Federal indemnity  
 
Kansas: One new CWD positive herd  

 Breeding herd of 20 elk, HCP certified, depopulated with Federal indemnity  
 
Ohio: Eight new CWD positive herd  

 Breeding herd of 138 WTD, HCP certified, depopulated with Federal indemnity  
 
Research  



 Whole genome study investigating the association of genetics with CWD susceptibility has been 
published.  

 Blinded validation of the genetic predicative model is almost complete.  
 A standardized protocol has been developed, in partnership with Agricultural Research  

Service (ARS), United States Geological Survey (USGS), University of Wisconsin, and  
National Institutes of Health (NIH) for tissue sample testing using real-time quaking-induced 
conversion (RT-QuIC).  

 A study is starting shortly to determine the sensitivity and specify of RT-QuIC utilizing the  
standardized protocol.  

Cervid Tuberculosis  
Tuberculosis (TB) Rule  

 The USDA assembled a State/Federal working group to develop the text of the proposed rule  
 An initial draft was completed in July 2020  
 The working group developed a new proposal to eliminate the current prevalence-based system 

and replace with State-consistent program  
 Cattle health team is reviewing the draft  
 Proposed rule will likely be submitted for the spring or fall of 2021  

DPP Test Kit Shortage  
 Shortages caused cervid testing delays  
 Kits produced exclusively by a single company  
 Kits were ordered in January with an expected arrival date of February, arrive in May  
 National Veterinary Services Laboratories (NVSL) completed the backlog of 6,000 tests  
 NVSL and Cervid Health are evaluating inventory control methods to avoid future  

shortages  
DPP Testing  

 In FY2020, 12,034 cervids were tested for bovine TB using the DPP® Vet TB Assay. Primary 
DPP serological testing identified 36 TB suspects; 16 of these animals had non-negative when 
retested. Fifteen were necropsied and were negative on culture. 2,762 animals were tested with 
the Single Cervical Test. Forty-four were responders, 43 were negative on the CCT leaving one 
reactor.  

Mule Deer/Sika Deer DPP Pilot Project  
 The pilot project continues  
 101 Mule deer samples submitted in FY20  
 48 Sika deer samples submitted in FY20  
 The project will require 306 samples from each species to conduct the evaluation for official use 

in these species  
 
Update on Hemorrhagic Disease Research in Florida 
Samantha M. Wisely, University of Florida 

The University of Florida Cervidae Health Research Initiative (CHeRI) is a state funded partnership 
between the Florida cervid industry and the University of Florida. The purpose of the initiative is to assist 
cervid farmers to increase the health and production of their herds. Cervid farmers in Florida identified 
hemorrhagic disease as the major impediment to production. CHeRI assists farmers with disease 
diagnostic services. In 2019, Epizootic hemorrhagic disease virus (EHDV) was found in 37% of samples 
submitted (n=47 samples) and 9% (n=11) of the samples were diagnosed with bluetongue virus. All three 
serotypes of EHDV were found in Florida and thus far we have found 6 serotypes of BTV (serotype 1, 3, 
10, 11, 17, 18; analyses ongoing). In addition to EHDV and BTV, we have found six additional orbiviruses 
in animals with clinical signs of hemorrhagic disease including Yunnan virus, Mobuck virus, Big Cypress 
virus and CHeRI orbivirus -1, -2, and -3. CHeRI also assists vaccine manufacturers in field trials of new 
and existing vaccines. The vaccine manufacturer, MedGene, conducted an efficacy study of an EHDV-2 
virus-like particle vaccine in Florida in 2019. Fourteen farms with >700 animals were enrolled in the study. 
In conjunction with the efficacy study, CHeRI conducted a post study survey to assess the perceptions of 
deer farmers to the vaccine. From survey results we found that deer farmers struggled to vaccinate fawns 
because of timing of handling and the onset of EHDV season. Several farms had animals die that were 
vaccinated but animals were presenting clinical illness when vaccinated or were not given the second 



dose of the vaccine. CHeRI has created best management practices for vaccination based on this survey. 
In particular, vaccinating only healthy deer, ensuring that animals get both doses upon initial vaccination, 
and initiating vaccinations in spring are essential practices for maximizing the successful administration of 
the MedGene vaccine. 
 
Examining CWD Agent Transmission and Shedding in Rare Genotypes of Whitetail Deer 
That May Have Increased Resistance to CWD 
Justin Greenlee, Animal Disease Center USDA-ARS 

The amino acid variations (polymorphisms) at sites in the protein sequence (codons) can affect 
incubation periods and possibly host susceptibility to the chronic wasting disease (CWD) agent. The 
amino acid polymorphisms are usually discussed using a single letter abbreviation that corresponds with 
the amino acid that is encoded. The genotype of an animal can be predicted by extracting and 
sequencing DNA (typically from a blood sample). White tailed deer (WTD) have several polymorphic sites 
including codons 95, 96, and 226. Polymorphisms at codon 96 are the most common. In naturally infected 
CWD herds, there is a lower prevalence of positive tests from GS96 and SS96 deer. Deer that are SS96 
still develop CWD. Less is known about polymorphisms at codon 95; although, it seems that H95 
somehow affects how CWD accumulates in different parts of the body. The 226 polymorphism is rare. At 
the National Animal Disease Center (NADC) in Ames, Iowa, we recently started a study that investigates 
polymorphisms in the prion protein at codons 95, 96, and 226. Experimental groups include deer with 
H95G96K226 and Q95S96K226, and Q95G96K226. To imitate natural exposure, we inoculated a highly 
susceptible deer (wild type; GG96) to serve as the source of infection. Exposure of potentially resistant 
deer will occur through cohousing with infected deer. There are two main questions that we hope to 
address. (1) Are any deer resistant to CWD, and if not, (2) how long do these deer shed CWD prior to 
developing clinical disease?  For the duration of the study, we are regularly collecting rectal biopsies, skin 
biopsies, feces, saliva, and blood from each deer. 
 
 
USAHA 2020 Summary:  Texas Updates on Chronic Wasting Disease (CWD) Genomics 
Christopher M. Seabury, Texas A&M University 
Mitchell A. Lockwood, Texas Parks and Wildlife Department 
Tracy A. Nichols, USDA, Animal and Plant Health Inspection Service (APHIS) 

 
In our previous investigation [1], we showed that differential susceptibility to Chronic Wasting Disease 

in U.S. farmed white-tailed deer is a polygenic trait with environment influence.  Genomic relationship matrix 
(GRM) heritability estimates for differential susceptibility to CWD, and for natural variation in disease 
progression, were both high (i.e., > 0.50); with small standard errors [1]. Accurate genomic predictions 
observed via cross validation provided ample evidence for deploying a genome-assisted breeding program 
for genetic improvement of farmed white-tailed deer with respect to CWD [1].  Since the prior investigation 
[1], we have initiated a blind validation project involving genomic predictions for farmed U.S. white-tailed 
deer with masked postmortem CWD diagnostic data. To date, four batches of blind predictions have been 
performed and submitted to USDA-APHIS using several different methodologies, thus leading to average 
sensitivities > 0.83; but also underscoring the importance of using genome-wide data for genetic 
improvement of farmed U.S. white-tailed deer with respect to differential susceptibility to CWD. 
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Committee Business: 

Charly Seale called for resolutions.  The first resolution was presented by Travis Lowe representing 
the North American Elk Breeders Association.  The resolution called for the option to replace missed or 
poor-quality samples with ante-mortem samples from three animals of the same species that are 16 
months of age or older. Travis made a motion to accept the resolution and Shawn Schafer seconded the 
motion. Discussion regarding the resolution included the following:  

1. Should there be an upper limit to the antemortem testing? 



2. Is a 3:1 ration adequate? 
3. Criteria for testing needs to be better defined. 
4. It is another tool to get more samples for CWD. 
5. Need to wait on data analysis from Texas. 
6. Premature resolution. 
Motion failed on a voice vote. Dr. Nichols concluded the issue by informing the committee that there 

should be answers regarding the data analysis by April 21, 2021. 
The second resolution was presented by Shawn Schafer requesting criteria to be developed for 

classifying bluetongue serotypes as endemic versus exotic and then to apply those criteria to the current 
list of classified bluetongue serotypes. Shawn made a motion to accept the resolution. It was seconded 
by Travis Lowe. There was no discussion. The resolution passed on a voice vote of 100% yay. 

Shawn Schafer made a motion to adjourn the meeting. Dave Hunter seconded the motion.  Motion 
passed with a voice vote of 100% yay. 


